Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.030; wR factor = 0.093; data-to-parameter ratio = 13.9.
In the title compound, C 15 H 13 Cl 2 NO 2 , which was obtained by a condensation reaction of 2,5-dimethoxyaniline and 2,4dichlorobenzaldehyde, the dihedral angle between the benzene rings is 51.94 (2) . The 2,5-dimethoxyphenyl and 2,4-dichlorophenyl groups are attached to the ends of the N C group in an E conformation. Intramolecular C-HÁ Á ÁCl and C-HÁ Á ÁN contacts are observed. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds, forming chains parallel to the b axis.
Related literature
For the synthesis and applications of Schiff base-metal complexes, see: Jin et al. (2011) . For the preparation of Schiff base compounds by the condensation reaction between 2,4dichlorobenzaldehyde with organic amines, see: Guo et al. (2012) . For standard bond lengths, see: Allen et al. (1987) .
Experimental
Crystal data C 15 H 13 Cl 2 NO 2 M r = 310.16
Monoclinic, P2 1 =n a = 13.2879 (12) Å b = 5.1329 (5) Å c = 21.1490 (18) Å = 96.622 (2) V = 1432.9 (2) Å 3 Z = 4 Mo K radiation = 0.45 mm À1 T = 296 K 0.33 Â 0.27 Â 0.22 mm
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.875, T max = 0.917 7646 measured reflections 2545 independent reflections 2166 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.030 wR(F 2 ) = 0.093 S = 1.04 2545 reflections 183 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. The field of Schiff bases and their complexes is rapidly developing mainly owing to facile synthesis and technological applications in many areas, such as biological activity (Jin et al., 2011) . As an extension of our work in the structural characterization of Schiff base compounds (Guo et al., 2012) , we synthesized the title compound. The title molecule, Fig.   1 , has an E conformation around C=N double bond with a C8-C7-N1-C1 torsion angle = -174.5 (6) Å. The phenyl moiety (C1-C6/O1/O2) [maximum deviation of 0.052 (2) Å for the O2 atom] is almost planar with distances of 0.118 (3) Å (C14) and 0.298 (2) Å (C15) from the plane defined by the atoms C1-C6/O1/O2, respectively. The bond lengths (Allen et al., 1987) and angles are within normal ranges and are comparable to those reported for related structures (Guo et al., 2012) . The dihedral angle between the substituted phenyl rings is 51.94 (2) Å. In the crystal, molecules are linked through C13-H13···O1 hydrogen bonds forming one-dimensional chains parallel to the b axis ( Fig.   2 ). Moreover, intramolecular hydrogen bonding interactions are also observed (Table 1) .
Experimental
Title compound was by prepared by the condensation of 2,5-dimethoxyaniline (4.60 g, 30 mmol) with 2,4-dichlorobenzaldehyde (5.25 g, 30 mmol) in ethanol (20 ml) as the reaction medium. The solution was refluxed for 3-4 h and then allowed to cool to room temperature. The yellow precipitate was recrystallized from ethanol to give the title compound as yellow crystals. Yield 6.20 g (66.7%). [m.p. 363-365 K; 1 H NMR(CDCl 3 , delta, p.p.m.) 8.26 (s, 1H, HC=N), 6.90-7.88 (m, 6H, Ar-H), 3.74-3.86 (m, 6H); 13 C NMR (CDCl 3 , delta, p.p.m.) 171.5, 153.5, 144.3, 140.0, 139.7, 137.4, 131.6, 130.3, 130.5, 129.8, 127.8, 115.5, 114.1, 111.5, 58.3, 57.1, 56.7, 55.9, 55.8, 55.7] .
Refinement
All H atoms were located on the difference maps, and were treated as riding atoms with C-H distances of 0.93 and 0.96 Å, for aryl and methyl, respectively, with U iso (H) = 1.5U eq (methyl C-atoms) and 1.2U eq (non-methyl C-atoms). The hightest peak is located 0.99 Å from Cl2 and the deepest hole is located 0.80 Å from Cl1.
Computing details
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) . The molecular structure of the title compound, with the atomic numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0662 (4) Atomic displacement parameters (Å 2 )
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.0453 (9) 0.0381 (10) 0.0413 (9) −0.0026 (7) 0.0125 (7) 0.0004 (7) C2 0.0446 (10) 0.0457 (11) 0.0454 (9) 0.0017 (8) 0.0139 (7) 0.0044 (8) C3 0.0615 (12) 0.0460 (11) 0.0561 (11) 0.0066 (9) 0.0211 (9) −0.0026 (9) C4 0.0670 (13) 0.0485 (12) 0.0461 (10) −0.0092 (9) 0.0164 (9) −0.0087 (9) C5 0.0491 (10) 0.0535 (12) 0.0421 (9) −0.0095 (9) 0.0100 (8) −0.0005 (8) C6 0.0436 (10) 0.0477 (11) 0.0449 (9) 0.0010 (8) 0.0113 (7) −0.0028 (8) C7
0.0404 (9) 0.0417 (10) 0.0413 (8) 0.0014 (7) 0.0034 (7) 0.0020 (8) C8 0.0423 (9) 0.0361 (9) 0.0365 (8) 0.0048 (7) 0.0024 (7) 0.0037 (7) C9 0.0400 (9) 0.0377 (9) 0.0403 (8) 0.0047 (7) 0.0016 (7) 0.0062 (7) 
